H genome specific repetitive sequence, pEt2, of Elymus trachycaulus in part of Afa family of Triticeae.
The H genome specific repetitive sequence of Elymus trachycaulus, pEt2, consists of three units of a 337-339 bp repeat aligned in tandem. The sequence is homologous to Afa-family sequences that are widely distributed in the genomes of Triticeae (Gramineae) species.